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Dr. Laura Parduco (EcoIOgy and Genetlcs Uppsala
University, Sweden)

Ancient plant DNA of Nordic Environments

§ Range limits of many plant species are expected to shift considerably in the next decades due
to human-mediated climate change, particularly in Nordic environments, but the capacity of
trees to migrate in response to these events has been questioned. New methodologies allow
now to look directly in the species’ DNA retrieved from fossil plant archives (peat/lake
sediments, permafrost), investigate how species and lineages responded in the past.and
derive lineage specific tolerances and migrations rates for plants.In my talk I will show how
plant DNA information can be effectively retrieved from these archives and analyzed foJJowmg
a multldlsopllnary approach that combines 1) classical palaeoecologlcal investigations, 2)
front-line metabarcoding techniques on environmental DNA, 3) analytic models based on'.
DNA from living plant populations and 4) ecoinformatic modeling analyses. The outcome of
studies based on such approaches is not only useful for investigating the driving factors
affecting past range shifts, but also for-assisting ecological niche- modellng analyses of future
range shifts of plants. .-
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